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Simple Summary

High-Andean Creole cattle is a valuable breed highly adapted to the ecosystems of the South-
ern Andes of Peru, 3500 m above sea level. Through body measurements and zoometric
indices, four biotypes with differentiated morpho-functional characteristics were identified.
Biotypes I, III, and IV showed greater muscular development and a wide pelvis, reflect-
ing an aptitude for meat production and dual-purpose use (meat and milk). In contrast,
Biotype II exhibited lighter proportions, associated with a clear dairy orientation. These
results highlight the diversity of Andean Creole cattle and their potential to be incorporated
into conservation and improvement programs in extensive high-altitude livestock systems,
thereby contributing to the development and well-being of the highland population.

Abstract

High-Andean Creole cattle represent a genetic resource with significant adaptive value in
high-altitude ecosystems. In this study, 151 Creole cows from the provinces of Canas and
Quispicanchis (Cusco, Peru) were evaluated to characterize their morphometry, calculate
zoometric indices, and establish functional biotypes. Ten morphometric parameters were
measured, and eight structural indices were calculated. Four differentiated biotypes were
identified through the multivariate analysis and hierarchical clustering of quantitative
variables (BI, BII, BIII, and BIV). Morphological differences were statistically significant
(p < 0.05) and associated with different productive orientations. Biotype I showed greater
thoracic development and a compact structure, which is compatible with intermediate
beefaptitude; Biotype II exhibited more elongated proportions and a lower weight, indicating
a dairy tendency; Biotype III stood out for its muscle mass, thoracic depth, and pelvic width,
evidencing a clear beef orientation; and Biotype IV combined a higher weight, rectangular
conformation, and wide pelvis, showing potential for beef production and ease of calving.
Functional differentiation was supported by Principal Coordinates Analysis (PCoA) and
PERMANOVA tests. Correlations between morphometric variables and zoometric indices
revealed anatomical patterns consistent with the productive functions proposed. The results
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highlight the morpho-functional diversity of Andean Creole cattle and their potential for
conservation and improvement programs in extensive highland systems.

Keywords: Creole cattle; morphometry; zoometric indices; biotypification; high Andean
livestock farming

1. Introduction
During the conquest of the Americas, Spanish colonizers introduced cattle to Peru in

the 16th century. Over time, these animals successfully adapted to the high-Andean envi-
ronment. From a genetic perspective, Creole cattle in this region retain a high percentage of
haplotypes inherited from their Bos taurus ancestry originating from the Iberian Peninsula,
mainly represented by haplogroups Y1 (19%) and Y2 (81%) [1,2]. Recent studies have also
identified genetic influences from African breeds [3]. This genetic diversity has facilitated
the adaptation of Creole cattle to the harsh conditions of the Peruvian highlands, located
3500 m above sea level.

To this day, the rearing of Creole cattle has been essential for ensuring food security and
economic stability, and it is deeply intertwined with the culture of the Andean populations
in Southern Peru [4]. Their disease resistance, ability to survive with lower nutritional
requirements, and reproductive capacity make them ideal for regions situated between
3500 and 4500 m in elevation, where climatic conditions are particularly challenging [5].
Recent genetic studies have provided valuable insights into Peruvian Creole cattle’s genetic
diversity and population structure. For instance, in an analysis of 63 DNA samples from
Creole cattle in the Arequipa region, a high genetic diversity was found, with 97.58% single-
nucleotide polymorphisms (SNPs) and an expected heterozygosity of 0.41 ± 0.01, indicating
significant genetic variability that contributes to their adaptability to the harsh conditions
of the Peruvian Andes [6]. Moreover, the sequencing and assembly of the complete genome
of Peruvian Creole cattle revealed 19,803 protein-coding genes and 40.22% repetitive DNA,
with retroelements representing 32.39% of the total [7].

Despite their adaptive advantages, in the last fifteen years, Creole cattle have been
progressively displaced in many areas by cosmopolitan breeds such as Brown Swiss,
Holstein, Angus, and Simmental, which offer higher yields in meat, milk, and dual-purpose
production [3]. This shift responds to the need to meet the demands of highland farmers,
leading to the greater introduction of these breeds, often at the expense of local Creole
populations. Nevertheless, it is crucial to acknowledge that Creole cattle continue to play
unique and valuable roles in high-altitude production systems [8].

In Peru, several Creole cattle biotypes currently exist [6]. In the Amazon region, three
distinct biotypes have been identified based on coat color and morphometric measure-
ments [8]. In the Puno region, three biotypes have been classified according to coat type:
black, red, and brindle [9]. In other Latin American countries, such as Ecuador, four Creole
cattle biotypes have been reported [10,11]. However, in the Cusco region of Peru, no studies
have yet been conducted to identify the biotypes present. Therefore, the present study
aimed to analyze the morphometric characteristics and zoometric indices of high-Andean
Creole cattle in Southern Peru.

2. Materials and Methods
2.1. Ethical Considerations and Study Location

This research was conducted following the legal framework established by the Animal
Welfare Law No. 30407, applicable to all laboratories and public and private higher
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education institutions in Peru. The study was carried out in the districts of Kunturkanki,
Layo, Checca, Ccarhuayo, Ocongate, and Marcapata, located in the provinces of Canas and
Quispicanchis in the Cusco department, situated in the Southern Andean region of Peru
(Figure 1). Evaluations were conducted at an average altitude of 4009 m above sea level
(latitude: 13◦72′01′′ S; longitude: 71◦40′07′′ W).

Canas

Cuzco
Quispicanchis

ESPINAR

QUISPICANCHI

CANCHIS

ANTA

CALCA

CHUMBIVILCAS

PAUCARTAMBO

CANAS

PARURO

LA CONVENCION

URUBAMBA

ACOMAYO

CUZCO

PUNO

AREQUIPA

APURIMAC

MADRE DE DIOS

Source: Esri, Maxar, Earthstar Geographics, and the GIS User Community

−72.5000

−72.5000

−72.0000

−72.0000

−71.5000

−71.5000

−71.0000

−71.0000

−70.5000

−70.5000

−1
5 .0

00
0

−1
5.0

00
0

−1
4 .5

00
0

−1
4.5

00
0

−1
4 .0

00
0

−1
4.0

00
0

−1
3 .5

00
0

−1
3.5

00
0

−1
3 .0

00
0

−1
3.0

00
0

Brazil

Perú

Bolivia

Argentina

Colombia

Chile

Ecuador

Venezuela

Paraguay

Source: Esri, Maxar, Earthstar Geographics, and the GIS User Community

60°0'0"W

80°0'0"W

80°0'0"W

10
°0'

0"S

10
°0'

0"S

30
°0'

0"S

PUNO

CUZCO

AREQUIPA

UCAYALI

MADRE DE DIOS

AYACUCHO

JUNIN

APURIMAC

MOQUEGUA

PASCO

TACNASource: Esri, Maxar, Earthstar Geographics, and the GIS User Community

600,000

600,000

800,000

800,000

1,000,000

1,000,000

60°0'0"W 
1,200,000

1,200,000

8,2
00
,00

0

8,2
00
,00

0

8,4
00
,00

0

8,4
00
,00

0

8,6
00
,00

0

8,6
00
,00

0

8,8
00
,00

0

8,8
00
,00

0
±

0 50 100 15025
Kilometers

PACIFIC
OCEAN

Figure 1. Study site: Cusco Region, Peru. (Left): Country: Peru, with the Cusco Region highlighted
in red. (Top right) Quispicanchis Province (Ccarhuayo, Ocongate, and Marcapata districts). (Bottom
right): Canas Province (Checca, Kunturkanki, and Layo districts).

2.2. Morphometric Measurements and Zoometric Indices

Morphometric measurements and zoometric indices were performed on Creole cows
from the provinces of Canas and Quispicanchis. A total of 151 cows were used (Figure S1),
distributed into three groups according to dental age: 29 cows aged 2.5–3 years, 49 cows
aged 3.5–4 years, and 73 cows aged 4.5 years and older [12]. Measurements were taken
between 7:00 and 10:00 a.m. A measuring stick was used for morphometric evaluations, and
the following traits were measured: head length (HL), head width (HW), withers height
(WH), thoracic perimeter (TP), body length (BL), thoracic depth (TD, rump length (RL),
rump width (RW), cannon bone perimeter (CBP), rump height (RH), and body weight
(BW). All measurements were expressed in centimeters [5]. These Creole cows are managed
under an extensive production system, grazing on native high-Andean pastures. The
cows were classified based on nine predominant coat color patterns: (A,B) black = 59;
(C) reddish bay = 19; (D) dark brown = 20; (E) light brown = 13; (F) Black overo “callejón” = 9;
(G) “Barrendo/Mora Negra” = 11; (H) smoky/Cardeno = 12; (I) brindle “Atigrado” = 6;
and (Jmulatto = 2. The classification of coat color patterns was based on those described
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by Rojas-Espinoza et al. [9]. The body weight was measured with a bovinometric tape
(Instruflex®, EOCH Peruana SRL, Lima, Perú).

Some indices were used to determine body conformation and functional aptitude,
including the anamorphosis index (AI) calculated as the (thoracic perimeter)2 divided by
the withers height and multiplied by 100; the body index (BI), calculated as the body length
divided by the thoracic perimeter and multiplied by 100; the pelvic index (PI), calculated
as the rump width divided by the rump length and multiplied by 100; the proportionality
index (PRI) (also referred to as the lateral body ratio or relative shortness), calculated as
the withers height divided by the body length and multiplied by 100; the cephalic index
(CI), calculated as the head width divided by the head length and multiplied by 100. The
dactyl-thoracic index (DTI), associated with dairy capacity, was calculated as the cannon
bone perimeter divided by the thoracic perimeter and multiplied by 100. For beef aptitude,
the pelvic-transversal (TI) index was calculated as the rump width divided by the withers
height and multiplied by 100, and the pelvic-longitudinal index (LI) was calculated as the
rump length divided by the withers height and multiplied by 100 [5].

2.3. Statistical Analysis

A total of 151 morphometric measurements from Creole cows were used for classifica-
tion into biotypes through a dendrogram obtained via the hierarchical clustering of both
quantitative traits. The dendrogram was constructed based on these analyses, applying a
cutoff at 60% of the largest distance to define the clusters. Before this, all morphometric
and zoometric indices were subjected to the Shapiro–Wilk test to assess the normality of
residuals and to remove outliers. A one-way ANOVA was conducted to identify statistical
significance. The analysis showed significant differences (p < 0.05) between the observed
biotypes. Additionally, a Principal Coordinates Analysis (PCoA) was performed, com-
plemented by a PERMANOVA test to validate the morphological differentiation among
biotypes. Finally, Spearman correlation analyses were conducted to explore significant as-
sociations between morphometric variables and zoometric indices. The data were analyzed
using the R statistical software package version 4.5.0.

3. Results
3.1. Biotypes and Morphometric Measurements

In the present study, four differentiated biotypes of Creole cows (Biotype I, Biotype
II, Biotype III, and Biotype IV) were identified through hierarchical cluster analysis. The
classification obtained was validated by an analysis of variance for hypothesis testing,
which was highly significant (p < 0.001), confirming the existence of statistical differences
among the defined biotypes (Figure 2).

The morphometric measurements of the Creole cows revealed significant differences
among the four analyzed biotypes. Head width was greater in Biotype IV, while head
length was significantly higher in Biotypes III and IV. The wither height showed higher
values in Biotype III. The thoracic perimeter was greater in Biotypes BIII and BIV. Regarding
body length, cows from Biotype BIII had the highest values, followed by Biotypes BII, BIV,
and BI. Thoracic depth and rump length were greater in Biotype BIII. Rump width showed
significant differences in Biotypes BIII and BIV. Cannon bone perimeter and rump height
were higher in Biotype BIII. Finally, body weight was lower in Biotype BI, followed by
BII, while Biotypes BIII and BIV had higher weights. Overall, the cows showed significant
morphometric differences among biotypes, indicating clear structural variability. (Table 1).

The p-values obtained from the Shapiro–Wilk test indicate that most variables do not
follow a normal distribution (p < 0.05), except for withers height (WH), which appears to
have a normal distribution (p = 0.18).
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A Spearman correlation analysis was conducted among the morphometric parameters
(Figure 3), considering only statistically significant associations. LW showed significant and
positive correlations with HL, TP, TD, RL, RW, and CBP (r = 0.23–0.85). RH was significantly
and positively associated with WH, BL, TW, RL, and CBP (r = 0.16–0.83). CBP showed
positive correlations with HL, WH, TP, BL, and RL (r = 0.29–0.43). RW correlated positively
with HL, TP, BL, TD, and RL (r = 0.18–0.59). RL showed positive correlations with HL, WH,
TP, BL, and TD (r = 0.24–0.3). TD was positively associated with HL, TP, and BL, while TW
correlated with WH and BL (r = 0.18–0.39). In turn, BL showed significant correlations with
HL and WH (r = 0.22), and TP was also associated with these two variables (r = 0.17–0.31).
Finally, a significant correlation was observed between WH and HL (r = 0.17), and the latter
also correlated with HW (r = 0.18).

Figure 2. Dendrogram using the Ward method—R-scale cluster combination.

3.2. Zoometric Indices

The zoometric indices of the high-Andean Creole cows showed significant differences
among the four biotypes analyzed. The anamorphosis index was highest in Biotype I
compared to other biotypes, while the body index was highest in Biotype II compared to
the other biotypes. In contrast, the pelvic index showed no significant variation among
the biotypes. The proportionality index showed higher values in Biotype III, followed
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by Biotypes BII, BIV, and BI. The cephalic index was higher in Biotypes BI, BII, and BIV
compared to Biotype BIII. The dactyl-thoracic index was significantly higher in Biotype III
with Biotypes BI, BII, and BIV. Additionally, the transversal pelvic index and the longitudi-
nal pelvic index were highest in Biotypes III and IV compared to Biotypes BII and BI. No
significant differences were found in the pelvic index and the cephalic index among the
biotypes (Table 2).

Table 1. Morphometric measurements (means ± SEM) of biotypes.

Variables BI BII BIII BIV

HW 19.34 ± 0.19 b 19.74 ± 0.22 b 19.67 ± 0.26 b 20.5 ± 0.22 a

HL 46.57 ± 0.35 b 47.34 ± 0.39 b 49.78 ± 0.46 a 50.19 ± 0.40 a

WH 112.13 ± 0.45 d 119 ± 0.96 b 122.11 ± 0.7 a 115.25 ± 0.6 c

TP 156.35 ± 0.7 b 155.68 ± 0.8 b 163.67 ± 1.0 a 163.86 ± 0.86 a

BL 130.0 ± 0.7 c 134.66 ± 0.9 ab 135.26 ± 1.0 a 132.33 ± 0.9 bc

TD 61.59 ± 0.6 bc 61.52 ± 0.8 c 68.29 ± 0.9 a 65.25 ± 0.8 b

RL 39.89 ± 0.4 d 41.53 ± 0.5 c 4507 ± 0.6 a 43.17 ± 0.5 b

RW 37.3 ± 0.6 b 38.21 ± 0.7 b 42.04 ± 0.8 a 41.33 ± 0.7 a

CBP 15.75 ± 0.2 c 16.16 ± 0.1 b 17.93 ± 0.2 a 16.22 ± 0.1 b

RH 114.37 ± 0.6 c 125.82 ± 0.7 a 124.37 ± 0.8 a 118.08 ± 0.7 b

BW 308.78 ± 6.52 a 303.34 ± 7.4 a 359.41 ± 8.79 b 362.11 ± 7.6 b

Head width (HW); head length (HL); withers height (WH); thoracic perimeter (TP); body length (BL); thoracic
depth (TD); rump length (RL); rump width (RW); cannon bone perimeter (CBP); rump height (RH); body weight
(BW); standard error of the mean (SEM). Morphometric measurements were recorded in centimeters. a-b-c-
d indicate significant differences (p < 0.05) among biotypes.

Figure 3. Spearman correlation between morphometric variables. Head width (HW); head length
(HL); withers height (WH); thoracic perimeter (TP); body length (BL); thoracic depth (TD); rump
length (RL); rump width (RW); cannon bone perimeter (CBP); rump height (RH); body weight (BW).
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The p-values obtained from the Shapiro–Wilk test indicate that most variables do not
follow a normal distribution (p < 0.05), except for Longit (p = 0.33), which appears to follow
a normal distribution.

Table 2. Zoometric indices (means ± SEM) of biotypes.

Variables BI BII BIII BIV

AI 2.99 ± 0.1 a 3.23 ± 0.07 b 2.68 ± 0.08 c 2.73 ± 0.07 c

BI 83.34 ± 0.7 b 86.58 ± 0.75 a 82.72 ± 0.89 bc 80.87 ± 0.77 c

PI 93. 57 ± 1.3 a 92.17 ± 1.49 a 93.29 ± 1.77 a 96.03 ± 1.53 a

PRI 86.51 ± 0.6 c 89.23 ± 0.8 ab 90.2 ± 0.9 a 87.21 ± 0.8 bc

CI 41.63 ± 0.5 a 41.77 ± 0.6 a 39.72 ± 0.7 b 40.86 ± 0.6 ab

DTI 10.08 ± 0.09 c 10.39 ± 0.1 b 10.96 ± 0.1 a 9.9 ± 0.1 c

TI 33.14 ± 0.5 bc 31.92 ± 0.6 c 34.44 ± 0.7 ab 35.91 ± 0.6 a

LI 35.5 ± 0.4 b 34.69 ± 0.5 b 36.92 ± 0.5 a 37.49 ± 0.5 a

Anamorphosis index (AI); body index (BI); pelvic index (PI); proportionality index (PRI); cephalic index (CI);
dactyl-thoracic index (DTI); transversal pelvic index (TI); longitudinal pelvic index (LI); standard error of the
mean (SEM). Zoometric indices were calculated based on morphometric measurements in centimeters. a-b-c
indicate significant differences (p < 0.05) among biotypes.

A Spearman correlation analysis was conducted among the zoometric indices
(Figure 4), considering only statistically significant associations. AI showed negative
correlations with PI, TI, and LI (r = 0.28–0.35) and exhibited a positive correlation with
PRI (r = 0.22). BI exhibited a positive correlation with the DTI (r = 0.37) and exhibited a
negative correlation with PRI (r = 0.5). In turn, PI was positively correlated with TI (r = 0.6)
and negatively correlated with the DTI (r = 0.25). DTI also showed a negative correlation
with TI (r = 0.27). Finally, TI was positively correlated with LI (r = 0.61).

Figure 4. Spearman correlation between zoometrics variables. Anamorphosis index (AI); body index
(BI); pelvic index (PI); proportionality index (PRI); cephalic index (CI); dactyl-thoracic index (DTI);
transversal pelvic index (TI); longitudinal pelvic index (LI).

A Principal Coordinates Analysis (PCoA) was performed using Bray–Curtis distance
to assess dissimilarity between individuals according to their biotype. Figure 5 shows the
distribution of individuals in the two-dimensional space defined by the first two PCoA



Vet. Sci. 2025, 12, 782 8 of 12

axes, grouped into four differentiated biotypes, which were delineated through a prior
clustering analysis. This visualization revealed some degree of separation between the
biotypes, with overlapping areas among certain groups. The validity of this clustering was
statistically supported by a permutational analysis of variance (PERMANOVA), which
revealed significant differences between biotypes (p = 0.0001) (Table 3).

 

Figure 5. Principal Coordinate Analysis (PCoA) based on the Bray–Curtis distance between biotypes.

Table 3. PERMANOVA analysis between biotypes of Creole cows.

Df SumOfSqs R2 F p

Biotype 3 520.87 0.2895 19.962 0.0001 ***
Residual 147 1278.59 0.711

Total 150 1799.47 1
*** p < 0.001 (highly significant).

4. Discussion
In this study, four biotypes of Creole cows were identified based on the analysis of

morphometric and qualitative variables (Table 1, Figure 2). The Principal Coordinates Anal-
ysis (PCoA), supported by the PERMANOVA test, confirmed the morphological separation
among biotypes, reflecting a structural organization consistent with patterns of adaptation
and productive orientation [13]. This differentiation aligns with the morphometric mea-
surements and zoometric indices, reinforcing the biotypological validity observed in this
Creole population. The observed morphological divergence can be attributed to natural
selection processes under restrictive environmental conditions, characterized by climatic
variability, low forage availability, and limited access to water [14]. These factors have
favored the persistence of resistant, functional phenotypes over time that have adapted to
the demanding conditions of the high Andes [15,16]. Within this context, three Biotypes
(I, III, and IV) were identified with a tendency toward beef production, characterized by
greater body length, a wider rump, and higher body weight; and one Biotype (II) was
associated with a slenderer morphology, longer head, and elongated body proportions,
associated with dairy-type biotypes. This functional diversity has also been documented in
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other regions of Peru, such as the Amazon, where beef-oriented and dual-purpose biotypes
have been reported [8].

The morphometric values provided quantitative support for the differentiation among
biotypes. For example, head width was lower than that reported for Creole cattle in
Ecuador and Puno [9,10], which may indicate reduced cranial robustness. The head length
of cows in the four biotypes was lower than the values reported in Puno [9]. However, all
showed shorter head lengths compared to cows from Ecuador [10], while Biotypes II and
IV matched those found in Puno [9].

Furthermore, withers height was greater in cows of Biotypes I, II, III, and IV compared
to those from Ecuador and Colombia [10,17], but lower than the values reported for biotypes
from Puno [9]. Regarding the thoracic perimeter, higher values were observed compared to
Ecuador [10], although they were lower than those reported for biotypes from Puno [9].
In contrast, body length was shorter than cows from Ecuador and those of Biotypes I, III,
and IV from Puno [9]. These morphometric dimensions suggest elongated body structures,
typical of dual-purpose biotypes.

Thoracic depth in Biotype III was similar to that reported for biotypes from Puno [9],
although these were lower than the values observed in Ecuador [10]. Additionally, the
values recorded for Biotypes III and IV were comparable to those of Biotypes I and II
in cows from the Peruvian Amazon [8]. Rump length and width were lower than those
described for cows from Puno [9] but similar to the reports from Ecuador [10]. Likewise,
the measurements of Biotypes I, II, and IV were lower than those observed in cows from
the Peruvian Amazon [8]. These results are considered adequate for reproductive efficiency
and muscle development.

Body weight differentiated the biotypes: Biotypes I and II showed lower weights,
indicating a dairy tendency, while Biotypes III and IV had higher weights, associated with
a beef orientation. However, all values were higher than those reported in the Peruvian
Amazon [8], possibly due to nutritional or ecological factors.

In addition to basic morphometric traits, the significant correlations among morphome-
tric variables allowed the key functional associations to be identified between the cephalic,
thoracic, and pelvic regions. HL showed positive relationships with several body parame-
ters such as TP, TD, RL, RW, CBP, and LW. This pattern suggests that, unlike what has been
reported for finer-framed, dairy-oriented animals [10], in this high-Andean Creole popula-
tion, cephalic length is associated with a more robust body structure, which is characteristic
of mixed or beef-type biotypes. TP showed a positive correlation with LW, reinforcing
its value as a reliable predictor of body mass, which is in line with findings from studies
on Creole cattle in Puno [9]. Likewise, variables such as rump length (RL), rump width
(RW), and rump height (RH) also showed positive correlations among themselves and with
other major body dimensions supporting their relevance in determining both body weight
and reproductive and productive efficiency. These morphometric associations support the
functional integration between body regions, reflecting biotypes with anatomical structures
consistent with their productive orientation [9,18]. In general, the heavier biotypes showed
more pronounced development along the thoracic axis, associated with greater respiratory
capacity and muscle mass support. In contrast, biotypes with more developed cephalic
regions but lower body mass exhibited finer body conformation, which is linked to a dairy
tendency. This anatomical balance, suggesting structural compensation among regions,
is consistent with empirical selection processes and long-term adaptation to the extreme
conditions of the high-Andean ecosystem [19].

The zoometric indices complemented the morphometric findings by providing addi-
tional functional information. The AI was consistent with a dairy aptitude across all four
biotypes, which is in agreement with studies conducted in Puno [9]. The body index (BI)
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indicated that all biotypes were brevilinear, a trait associated with hardiness, resilience,
and adaptability to rugged Andean terrain, similar to findings reported in Puno [9].

The PI was similar across all biotypes, indicating pelvises that are wider than they are
long—a condition that favors the ease of calving—as a wider pelvis facilitates the passage
of the calf during parturition [20]. Furthermore, the values obtained were higher than those
reported in cows from Puno [9], and similar to those found in cows from Ecuador [10].
Regarding the PRI, it reflected a rectangular body conformation, which is a common trait
in beef-type animals, particularly in Biotypes III and IV [20].

The cephalic index (CI) in the four biotypes indicated a dolichocephalic morphology,
characterized by a narrow head [20]. These values were lower than those observed in
Creole cattle from Puno and Ecuador [10], suggesting a greater prevalence of this cranial
trait in the evaluated biotypes.

Regarding the DTI, Biotype IV exhibited the lowest value below <10, indicating a finer
bone structure typically associated with dairy-type animals. In contrast, Biotypes I, II, and
III showed values equal to or greater than >10, reflecting greater bone mass and a more
robust conformation, which are features commonly linked to beef-oriented phenotypes [20].
These findings are consistent with previous reports from Ecuadorian Creole cattle [10],
where the Negro Biotype had a DTI of 9.9, while the other biotype (Encerado, colordo,
and Cajamarca) showed values equal than 10 suggesting the coexistence of biotypes with
different productive tendencies across regions. Similarly, these values align with those
reported in Creole cows from Puno, which averaged a DTI of 10 [9].

Likewise, the TI supports this functional differentiation. Biotypes I, III, and IV recorded
values equal to or greater than 33, classifying them as beef-type animals. In contrast, Biotype
II, with a value below 33, was categorized within the dairy group [20,21]. However, these
values were lower than those reported in Creole cows from Ecuador and Puno [9,10].

Finally, the LI supported the observed functional categorization. Biotypes I, III, and IV
exhibited body proportions consistent with a beef production orientation, whereas Biotype
II displayed a more elongated conformation, typical of animals specializing in dairy produc-
tion [20,21]. It is worth noting that the LI values recorded were lower than those reported
in Creole cows from Ecuador and Puno [9,10], which may reflect morphological differences
related to genetic, nutritional, and environmental factors specific to each region [8].

The correlations among zoometric indices also provided insights into the structural
coherence of the biotypes. The AI showed negative correlations with the PI, the TI, and the
LI, indicating that a greater relative respiratory capacity is associated with more slender
and less laterally expanded structures, which aligns with dairy-type biotypes [9,10]. The BI
was positively correlated with the DTI, suggesting that animals also exhibit greater bone
robustness, which is a trait typical of beef-oriented biotypes [9,10]. Likewise, the positive
relationship between PI and TI reinforces the association between a wide pelvis and greater
transverse development, while the positive correlation between TI and LI indicates body
proportionality, which is typical of dual-purpose animals, as documented in Creole cattle
from Amazonas and Puno [8,9].

5. Conclusions
Four biotypes of high-Andean Creole cattle were identified, each exhibiting significant

differences in their morphometric traits and zoometric indices. Biotype I demonstrated
notable structural robustness and pronounced thoracic development, which are traits as-
sociated with an intermediate aptitude for beef production. Biotype II displayed more
refined proportions, increased cranial length, and lower body mass, suggesting a pheno-
type oriented toward dairy production. Biotype III combined well-developed muscle mass,
pelvic width, and thoracic depth, corresponding to a beef-oriented profile, complemented
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by adequate reproductive functionality. Meanwhile, Biotype IV, despite showing a dactyl-
thoracic index indicative of a dairy tendency, was characterized by a rectangular body
conformation, higher live weight, and a broad pelvis—traits that reinforce its potential as a
dual-purpose biotype (meat and milk), with favorable calving ease. This study enabled
the characterization of Creole cattle biotypes in the Southern Andean region with differ-
entiating productive orientations: beef, dairy, and dual-purpose cattle. These distinctions
reflect not only the selective pressure exerted by the challenging high-Andean environment
but also the influence of local empirical management practices, which have favored cer-
tain phenotypic traits according to production needs. The observed functional diversity
highlights the value of high-Andean Creole cattle as a highly adapted genetic resource
for marginal environments. It provides a solid technical foundation for the development
of strategies aimed at conservation, genetic improvement, and sustainable utilization in
extensive production systems. In this context, recognizing and harnessing this phenotypic
variability is key to strengthening food security and enhancing the resilience of livestock
production in high-altitude Andean regions.

Supplementary Materials: The following supporting information can be downloaded at https:
//www.mdpi.com/article/10.3390/vetsci12080782/s1. Figure S1. Coat colors of high Andean Creole
cows in southern Peru. (A,B) black; (C) reddish bay; (D) dark brown; (E) light brown; (F) Black overo
“callejón”; (G) “Berrendo/Mora Negra”; (H) smoky/Cardeno; (I) brindle “Atigrado”; and (J) mulatto.

Author Contributions: Conceptualization, R.C. and R.F.H.A.; methodology, R.C. and R.F.H.A.;
software, R.C., A.W.C.-C. and R.E.; validation, R.C. and R.E.; formal analysis, R.C., E.L.S.Q. and
A.W.C.-C.; investigation, R.C.; resources, A.Y.A.L.; data curation, R.C. and E.L.S.Q.; writing—original
draft preparation, R.C.; writing—review and editing, R.C., A.V., H.C.C.D. and R.E.; visualization, R.C.,
A.V., H.C.C.D. and R.E.; supervision, R.C., R.F.H.A. and A.Y.A.L.; project administration, A.Y.A.L. All
authors have read and agreed to the published version of the manuscript.

Funding: This research was conducted with funding from the following project: “Mejoramiento
de los Servicios de Investigación y Transferencia de Tecnología en Ganadería Alto Andina en las
Regiones: Apurímac, Arequipa, Ayacucho, Cusco, Huancavelica, Junín, Moquegua, Pasco, Puno y
Tacna, 33 Distritos” CUI No. 2491159, of the Instituto Nacional de Innovación Agraria.

Institutional Review Board Statement: A certificate of research authorization was issued by the
Faculty of Agricultural Sciences, School of Animal Science (Zootecnia), at the Universidad Nacional
San Antonio Abad del Cusco (UNSAAC). The document, with code No. 01-2025-FAZ-UNSAAC,
was issued on 19 May 2025. It states that the research project was reviewed and compiled with
institutional guidelines for animal welfare and ethical standards.

Informed Consent Statement: Informed consent was obtained from all subjects involved in this study.

Data Availability Statement: No new data were created or analyzed in this study. Data sharing is
not applicable to this article.

Acknowledgments: We thank the producers of Creole cow and managers of the municipalities of
Ccarhuayo, Ocongate, Marcapata, Checca, Kunturkanki, and Layo for the coordination and facilities
provided to carry out this work.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Martínez, A.M.; Gama, L.T.; Cañón, J.; Ginja, C.; Delgado, J.V.; Dunner, S.; Landi, V.; Martín-Burriel, I.; Penedo, M.C.T.; Rodellar,

C.; et al. Genetic Footprints of Iberian Cattle in America 500 Years after the Arrival of Columbus. PLoS ONE 2012, 7, e49066.
[CrossRef] [PubMed]

2. Yalta-Macedo, C.E.; Veli, E.A.; Díaz, G.R.; Vallejo-Trujillo, A. Paternal Ancestry of Peruvian Creole Cattle Inferred from Y-
Chromosome Analysis. Livest. Sci. 2021, 244, 104376. [CrossRef]



Vet. Sci. 2025, 12, 782 12 of 12

3. Arbizu, C.I.; Ferro-Mauricio, R.D.; Chávez-Galarza, J.C.; Vásquez, H.V.; Maicelo, J.L.; Poemape, C.; Gonzales, J.; Quilcate, C.;
Corredor, F.-A. The Complete Mitochondrial Genome of a Neglected Breed, the Peruvian Creole Cattle (Bos taurus), and Its
Phylogenetic Analysis. Data 2022, 7, 76. [CrossRef]

4. FAO. El Segundo Informe Sobre La Situación de Los Recursos Zoogenéticos Mundiales Para La Alimentación y La Agricultura; FAO: Rome,
Italy, 2015.

5. Contreras, G.; Chirinos, Z.; Zambrano, S.; Molero, E.; Páez, A. Caracterización morfológica e índices zoométricos de vacas Criollo
Limonero de Venezuela. Rev. Fac. Agron. Univ. Zulia 2011, 28, 91–103.

6. Corredor, F.-A.; Figueroa, D.; Estrada, R.; Salazar, W.; Quilcate, C.; Vásquez, H.V.; Gonzales, J.; Maicelo, J.L.; Medina, P.; Arbizu,
C.I. Genetic Diversity and Population Structure of a Peruvian Cattle Herd Using SNP Data. Front. Genet. 2023, 14, 1073843.
[CrossRef] [PubMed]

7. Estrada, R.; Corredor, F.-A.; Figueroa, D.; Salazar, W.; Quilcate, C.; Vásquez, H.V.; Maicelo, J.L.; Gonzales, J.; Arbizu, C.I.
Reference-Guided Draft Genome Assembly, Annotation and SSR Mining Data of the Peruvian Creole Cattle (Bos taurus). Data
2022, 7, 155. [CrossRef]

8. Encina Ruiz, R.; Saucedo-Uriarte, J.A.; Portocarrero-Villegas, S.M.; Quispe-Ccasa, H.A.; Cayo-Colca, I.S. Zoometric Characteriza-
tion of Creole Cows from the Southern Amazon Region of Peru. Diversity 2021, 13, 510. [CrossRef]

9. Rojas-Espinoza, R.; Macedo, R.; Suaña, A.; Delgado, A.; Manrique, Y.P.; Rodríguez, H.; Quispe, Y.M.; Perez-Guerra, U.H.;
Pérez-Durand, M.G.; García-Herreros, M. Phenotypic Characterization of Creole Cattle in the Andean Highlands Using Bio-
Morphometric Measures and Zoometric Indices. Animals 2023, 13, 1843. [CrossRef] [PubMed]

10. Aguirre-Riofrio, E.L.; Abad-Guamán, R.M.; Uchuari-Pauta, M.d.L. Morphometric Evaluation of Phenotypic Groups of Creole
Cattle of Southern Ecuador. Diversity 2019, 11, 221. [CrossRef]

11. Cabezas Congo, R.; Barba Capote, C.; González Martínez, A.; Cevallos Falquez, O.; León Jurado, J.M.; Aguilar Reyes, J.M.;
García Martínez, A. Biometric Study of Criollo Santa Elena Peninsula Cattle (Ecuador). Rev. Mex. Cienc. Pecu. 2019, 10, 819–836.
[CrossRef]

12. Hopper, R.M. Bovine Reproduction; John Wiley & Sons: Hoboken, NJ, USA, 2021; ISBN 978-1-119-60236-1.
13. Vargas, G.; Schenkel, F.S.; Brito, L.F.; de Neves, H.H.R.; Munari, D.P.; Boligon, A.A.; Carvalheiro, R. Unravelling Biological

Biotypes for Growth, Visual Score and Reproductive Traits in Nellore Cattle via Principal Component Analysis. Livest. Sci. 2018,
217, 37–43. [CrossRef]

14. Demir, E.; Ceccobelli, S.; Bilginer, U.; Pasquini, M.; Attard, G.; Karsli, T. Conservation and Selection of Genes Related to
Environmental Adaptation in Native Small Ruminant Breeds: A Review. Ruminants 2022, 2, 255–270. [CrossRef]

15. Bartl, K.; Gómez, C.A.; Nemecek, T. Life Cycle Assessment of Milk Produced in Two Smallholder Dairy Systems in the Highlands
and the Coast of Peru. J. Clean. Prod. 2011, 19, 1494–1505. [CrossRef]

16. Alvarado-Bolovich, V.; Medrano, J.; Haro, J.; Castro-Montoya, J.; Dickhoefer, U.; Gómez, C. Enteric Methane Emissions from
Lactating Dairy Cows Grazing Cultivated and Native Pastures in the High Andes of Peru. Livest. Sci. 2021, 243, 104385. [CrossRef]

17. Villalobos-Cortes, A.; Carbono, M.; Rodriguez, A.; Arosemena, E.; Jaen, M. Phenotypic Characterization of the Guaymi Breed in
Conservation Centers of Panama. Afr. J. Agric. Res. 2021, 17, 907–915. [CrossRef]

18. Bertoni, A.; Fabio, N.; Daniel, M.-R.; Emilio, S.; Adolfo, Á.-M.; Patricia, M.-M.; Armando, M.-C.; Jesús, B.-G.; Legarreta, I.G.
Similarities and Differences between River Buffaloes and Cattle: Health, Physiological, Behavioral and Productivity Aspects. J.
Buffalo Sci. 2020, 9, 92–109. [CrossRef]

19. Galukande, E.; Mulindwa, H.; Wurzinger, M.; Roschinsky, R.; Mwai, A.O.; Sölkner, J. Cross-Breeding Cattle for Milk Production
in the Tropics: Achievements, Challenges and Opportunities. Anim. Genet. Resour. Génétiques Anim. Genéticos Anim. 2013, 52,
111–125. [CrossRef]

20. Sañudo Astiz, C. Valoración Morfológica de Los Animales Domésticos, Madrid, España; Ministerio de Agricultura, Pesca y Alimentación
(MAPA): Madrid, Spain, 2009; ISBN 978-84-491-0929-4.

21. Lendechy, V.H.S.; Aguirre, R.L.; Palacios, F.M.; García, A.A.C.; Ahuja-Aguirre, C.; de Buen, L.L. Caracterización morfométrica e
índices zoométricos del bovino criollo mixteco de Oaxaca, México. Rev. Bio Cienc. 2023, 10, 1–16. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


